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<210> 1 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1 7 a 
cttgtccacc ttggtgttgc tggg 



<210> 2 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2 

acgttgcagg tgtaggtctt c 



<210> 3 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 3 

caggtgcagc tggtgcagtc tgg 



<210> 4 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 4 

caggtcaact taagggagtc tgg 



<210> 5 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 5 



294-86pctus.ST25 

gaggtgcagc tggtggagtc tgg 23 



<210> 6 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gaggtgcagc tgttgcagtc ggg 



<210> 7 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gaggtacagc tgcagcagtc tgc 



<210> 8 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 8 

caggtacagc tgcagcagtc agg 



<210> 9 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gagtcattct cgtgtcgaca cggtgaccag ggtgcc 



<210> 10 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 10 

gagtcattct cgtgtcgaca cggtgaccat tgtccc 30 



<210> 11 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 11 3C 
gagtcattct cgtgtcgaca cggtgaccag ggttcc so 



<210> 12 

<211> 36 • 

<212> DNA 

<213> Homo sapiens 



<400> 12 

gagtcattct cgtgtcgaca cggtgaccgt ggtccc 



36 



294-86pctus.ST25 

<210> 13 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 13 .- 

aatccatggc ccaggtgcag ctggtgca 28 

<210> 14 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 14 

aatccatggc ccaggtcaac ttaaggga 28 

<210> 15 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 15 

aatccatggc cgaggtgcag ctggtgga 28 

<210> 16 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 16 

aatccatggc cgaggtgcag ctgttgca 28 

<210> 17 . 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 17 

aatccatggc cgaggtacag ctgcagca 28 

<210> 18 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 18 

aatccatggc ccaggtacag ctgcagca 28 

<210> 19 

<211> 390 

<212> DNA 

<213> Homo sapi ens 



<400> 19 

caggtgcagc tggtgcagtc tggggctgag gcgaagaagc ctgggtcctc ggtgaaggtc 



60 



294-86pctus.ST25 

tcctgcaagg cttctggaga caccttcaac agctttccta tcagttgggt gcgacaggcc 120 
cctggacaag ggcttgagtg gatgggaggg atcatcccta tctttggttc aacaaagtac 180 
gcacagaagt tccagggcag agtcacgatg accgcggacg gatccacgag tacagcctac 
atggaactga acagcctgag atctgaggac acggccatat attactgtgc gcgacaacag 
aacggcggct ggtacgaagg accgttgctt gagccgaggc ctgatgctct tgatatctgg 360 
ggccaaggga caatggtcac cgtgtcgagt 

<210> 20 

<211> 296 

<212> DNA 

<213> Homo sapiens 



caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctgggtcctc ggtgaaggtc 
tcctgcaagg cttctggagg caccttcagc agctatgcta tcagctgggt gcgacaggcc 
cctggacaag ggcttgagtg gatgggaggg atcatcccta tctttggtac agcaaactac 
gcacagaagt tccagggcag agtcacgatt accgcggacg aatccacgag cacagcctac 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagaga 



<210> 21 

<211> 396 

<212> DNA 

<213> Homo sapiens 



caggtgcagc tgttgcagtc tgcaactgag gtgaaaaagc ctggggcctc aatgaaggtc 
tcctgcatgg cttctggtta cccctttacc agctatgata tcagttgggt gcgacaggcc 
cctggacaag ggcttgagtg gatgggatgg atcagcattt atagtggtaa cacagactat 
gcacagaagt tccagggcag agtcaccatg acgacagaca catccaggag aacagcctac 
atggagctga ggagcctgag atctgacgac acggccgtct attattgtgc gagagatggg 
ggggggggtg cctatgaaga tgtttggagt ggtgagtacc ccgaatacta cgctatggac 
gtctggggcc aagggaccac ggtcaccgtg tcgagt 

<210> 22 

<211> 296 

<212> DNA 

<213> Homo sapiens 

caggttcagc tggtgcagtc tggagctgag gtgaagaagc ctggggcctc agtgaaggtc 
tcctgcaagg cttctggtta cacctttacc agctatggta tcagctgggt gcgacaggcc 
cctggacaag ggcttgagtg gatgggatgg atcagcgctt acaatggtaa cacaaactat 
gcacagaagc tccagggcag agtcaccatg accacagaca catccacgag cacagcctac 



240 
300 



390 



296 



300 
360 
396 



60 
120 
180 
240 



294-86pctus.ST25 
atggagctga ggagcctgag atctgacgac acggccgtgt attactgtgc gagaga 

<210> 23 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Gin val Gin Leu val Gin Ser Gly Ala Glu Ala Lys Lys Pro Gly ser 
1 5 10 15 

Ser val Lys val Ser Cys Lys Ala ser Gly Asp Thr Phe Asn ser Phe 
20 25 30 

pro lie ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Gly lie He Pro He Phe Gly ser Thr Lys Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Met Thr Ala Asp Gly ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Asn ser Leu Arg Ser Glu Asp Thr Ala lie Tyr Tyr Cys 
85 90 95 

Ala Arg Gin Gin Asn Gly Gly Trp Tyr Glu Gly Pro Leu Leu Glu Pro 
100 105 HO 

Arg Pro Asp Ala Leu Asp He Trp Gly Gin Gly Thr Met val Thr val 
115 120 125 



Ser Ser 
130 



<210> 24 

<211> 98 . 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Gin val Gin Leu val Gin ser Gly Ala Glu val Lys Lys Pro Gly Ser 
15 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr 
.-20 25 30 

Ala He ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 



296 



294-86pctus.ST25 

Gly Gly lie lie Pro lie Phe Gly Thr Ala Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 . 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 



Ala Arg 



<210> 25 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Gin val Gin Leu Leu Gin ser Ala Thr Glu Val Lys Lys Pro Gly Ala 
15 10 15 

ser Met Lys "val Ser Cys Met Ala ser Gly Tyr Pro Phe Thr ser Tyr 
20 25 30 

asd lie Ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp lie Ser lie Tyr Ser Gly Asn Thr Asp Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Met Thr Thr Asp Thr Ser Arg Arg Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp -Gly Gly Gly Gly Ala Tyr Glu Asp val Trp Ser Gly Glu 
100 105 110 

Tyr Pro Glu Tyr Tyr Ala Met Asp val Trp Gly Gin Gly Thr Thr val 
115 120 125 



Thr val ser Ser 
130 



<210> 26 
<211> 98 
<212> PRT 



294-86pctus.ST25 

<213> Homo sapiens 
<400> 26 

Gin val Gin Leu val Gin ser Gly Ala Glu val Lys Lys Pro Gly Ala 
15 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Gly lie Ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly ttd lie Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gin Lys Leu 
50" 55 60 

Gin Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 



Ala Arg 



<210> 27 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Gin val Gin Leu Leu Gin Ser Ala Thr Glu val Lys Lys Pro Gly Ala 
1 5 10 15 

ser Met Lys Val Ser Cys Met Ala Ser Gly Tyr Pro Phe Thr ser Tyr 
20 25 30 

Asp lie Ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp val 
35 40 45 

Gly Trp lie ser Ala Tyr Asn Gly Asn Thr His Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr Met Thr Thr Asp Thr Ser Arg Arg Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 



Ala Arg 



294-86pctus.ST25 



<210> 28 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Gin val Gin Leu Leu Gin Ser Ala Ala Glu val Arg Lys Pro Gly Ala 

1 5 10 

ser val Lys Val ser cys Lys Ala ser Gly Tyr Pro Phe Thr ser Tyr 



Asp He Ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp 
35 40 HD 



Met 



Gly Trp He Ser He Tyr ser Gly Asn Thr Asp Tyr Ala Gin Lys Phe 

Gin Gly Arg val Thr Met Thr Thr Asp Thr ser Arg Arg Thr Ala Tyr 
65 70 

Met Glu Leu -Arg ser Leu Arg ser Asp Asp Thr Ala val Tyr Tyr cys 
Ala Arg 



<210> 29 

<211> 21 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Gin Gin Asn Gly Gly Trp Tyr Glu Gly Pro Leu Leu Glu Pro Arg Pro 
1 5 10 X3 

Asp Ala Leu Asp lie 
20 



<210> 30 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Asp Gly Gly Gly Gly Ala Tyr Glu Asp val Trp ser Gly Glu Tyr Pro 
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Glu Tyr Tyr Ala Met Asp val 
20 



<210> 31 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Gin val Gin Leu Val Gin Sen Gly Ala Glu val Lys Lys Pro Gly Ala 
1-5 10 lb 

ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr ser Tyr 

Asp lie Asn Trp val Arg Gin Ala Thr Gly Gin Gly Leu Glu Trp Met 

35 .-■ 40 45 

Gly Trp Met Asn Pro Asn ser Gly Asn Thr Gly Tyr Ala Gin Lys Phe 
y 50 55 60 

Gin Gly Arg val Thr Met Thr Arg Asn Thr ser He Ser Thr Ala Tyr 
65 70 75 »U 

Met Glu Leu "ser Ser Leu Arg ser Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 y:> 

Ala Arg 



<210> 32 

<211> 122 

<212> PRT - 

<213> Homo sapiens 

<400> 32 

Gin val Gin Leu Leu Gin Tyr Ala Ala Asp Val Lys Lys Pro Gly Ala 
15 10 15 

ser val Lys val ser cys Thr Ala ser Gly Tyr He Phe Thr ser Tyr 
.20 25 30 

Asp He Asn Trp val Arg Gin Ala Thr Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Pro Asn Ser Gly Asn Ala Gly Phe Ala Gin Lys Phe 
50 55 60 

Lys Gly Arg Leu Thr Leu Thr Arg Asp Thr ser Thr Ser Thr Ala Tyr 
65 70 75 80 





294-86pctus.ST25 



Met Glu Leu Arg Asn Leu Glu Ser Glu Asp Thr Ala val Tyr Tyr Cys 



Ala Arg cys Asp Thr Thr Leu Leu He Trp Phe Gly Pro Ala Pro Tyr 
100 105 110 



Asn Asp Ser .Trp Gly Gin Gly Thr Leu val 
115 120 



<210> 33 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Glu val Gin Leu val Glu Ser Gly Gly Gly Leu val Gin Pro Gly Arg 
15 10 15 



ser Leu Arg Leu Ser cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr 
20 25 30 



Ala Met His Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 



Ser Gly He Ser Trp Asn Ser Gly Ser lie Gly Tyr Ala Asp Ser val 
50 55 60 



Lys Gly Arg Phe Thr He ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 



Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 
85 90 95 



Ala Lys Asp 



<210> 34 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Gin val Gin Leu val Gin Ser Gly Gly Gly Leu val Gin Pro Gly Lys 



1 



5 



10 



15 



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Gly Asp Tyr 
20 25 30 
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Ala lie His Trp val Arg Gin Ala Pro Gly Glu Gly Leu Glu Trp Val 
35 40 45 

Ser Gly val Thr Trp Ser Gly Thr Thr lie Gly Phe Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn ser Leu Tyr 
65 70 75 80 

Leu Tyr Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 
85 90 95 

Ala Leu Pro Tyr lie Asn ser Ser Asn Tyr Arg Arg Gly val Ala Ala 
100 105 110 

Phe Asp lie Trp Gly Gin Gly Thr Met val Thr val Ser Ser 
115 120 125 



<210> 35 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Gin val Gin Leu val Glu Ser Gly Gly Gly val val Gin Pro Gly Arg 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35. 40 45 

Ala val lie ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met "Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Lys 



<210> 36 

<211> 120 

<212> PRT.- 

<213> Homo sapiens 





294-86pctus.ST25 



<400> 36 

Glu val Gin Leu val Glu Ser Gly Gly Gly Leu val Gin pro Gly Arg 
! 5 10 15 



ser Leu Arg Leu Ser Cys val Asp Ser Gly Leu Thr Phe ser Ser Tyr 
20 25 30 



Glv Met His Trp val Arg Gin Ala Pro Gly Ala Gly Leu Glu Trp val 
35 40 45 



Ala val lie ser Tyr Asp Gly Asn Asp Lys Tyr Tyr Ala Asp Ser val 
50 55 60 



Lys Gly Arg. Phe Ala He Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65 70 75 80 



Leu Gin Met Asn Ser Leu Thr He Glu Asp Thr Ala val Tyr Tyr cys 
85 90 95 



Ala Lys Asp Leu He Glu Ser Asn lie Ala Glu Ala Leu Trp Gly Gin 
100 105 110 



Gly Thr Leu val Thr val Ser ser 
115 120 



<210> 37 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 37 .- 

Glu val Gin Leu val Glu ser Gly Gly Gly Leu val Lys Pro Gly Gly 
15 10 15 



ser Leu Arg Leu Ser cys Ala Ala ser Gly Phe Thr Phe ser Ser Tyr 
20 25 30 



ser Met Asn Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 

35 ■"" 40 45 



Ser Ser He Ser ser ser ser Ser Tyr lie Tyr Tyr Ala Asp Ser val 
50 55 60 



Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 



Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 



85 



90 



95 
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Ala Arg 



<210> 38 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 38 



Glu Val Gin Leu val Lys Ser Gly Glu Gly Leu Val Lys Pro Gly Gly 
1 5 10 is 

ser Leu Arg Leu ser Cys Ala Ala ser Gly Phe Thr Phe Arg Arg Tyr 
20 25 SKi 

Asp He His Trp val Arg Gin Thr Pro Gly Lys Gly Leu Glu Trp val 
35 40 4:> 

ser ser lie ser Ser Gly Gly Asn Tyr lie Asp Tyr Ala Asp ser val 
50 55 60 

Lys Gly Arg Phe Thr He ser Arg Asp Asn Ala Asn Asn val val Tyr 

65 -. 70 75 

Leu Gin Met Asn ser Leu Arg Ala Glu Asp Met Ala val Tyr Phe cys 
85 90 yb 

Ala Arg Asp Gly Thr He Phe Gly Ser Ala Ala Thr Trp Arg Ala Phe 
100 105 110 

Asp lie Trp Gly Arg Gly Thr Met val Thr val ser Ser Gly 
115 120 

<210> 39 

<211> 366 

<212> DNA 

<213> Homo sapiens 

caggtgclgc tgttgcagtc tgcagctgac gtgaagaagc ctggggcctc agtgaaggtc 60 
tcctgtacgg cttctggata catcttcacc agttatgata tcaactgggt gcgacaggcc 120 
actggacaag ggcttgagtg gatgggatgg atgaatccta acagtggtaa cgcaggcttt 180 
gcacagaagt ttaagggcag actcaccttg accagggaca cttccacaag cacagcctac 240 
atggagctga ggagactgga atctgaggac acggccgtgt attactgtgc gagatgtgac 300 
accacactct taatctggtt cgggcccgcc ccctactatg actcctgggg ccagggaact 360 



ctagtc 



366 
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<210> 40 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Gin val Gin Leu Leu Gin ser Ala Ala Asp val Lys Lys Pro Gly Ala 
1 5 10 ±:> 

Ser val Lys val ser Cys Thr Ala ser Gly Tyr He Phe Thr Ser Tyr 
20 25 3U 

Asp He Asn Trp val Arg Gin Ala Thr Gly Gin Gly Leu Glu Trp Met 
K 40 4:> 



35 



Glv Trp Met Asn Pro Asn ser Gly Asn Ala Gly Phe Ala Gin Lys Phe 
50 55 60 

Lys Gly Arg Leu Thr Leu Thr Arg Asp Thr Ser Thr Ser Thr Ala Tyr 

Met Glu Leu Arg Arg Leu Glu Ser Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 

Ala Arg Cys Asp Thr Thr Leu Leu lie Trp Phe Gly Pro Ala Pro Tyr 
100 105 ■ L1U 

Tyr Asp Ser Trp Gly Gin Gly Thr Leu val 
115 120 

<210> 41 .- 

<211> 366 

<212> DNA 

<213> Homo sapiens 

gartagagtt ccctggcccc aggagtcata gtagggggcg ggcccgaacc agattaagag 60 
tgtggtgtca catctcgcac agtaatacac ggccgtgtcc tcagattcca gtctcctcag 120 
ctccatgtag gctgtgcttg tggaagtgtc cctggtcaag gtgagtctgc ccttaaactt 180 
ctgtgcaaag cctgcgttac cactgttagg attcatccat cccatccact caagcccttg 240 
tccagtggcc tgtcgcaccc agttgatatc ataactggtg aagatgtatc cagaagccgt 300 
acaggagacc ttcactgagg ccccaggctt cttcacgtca gctgcagact gcaacagctg 360 

366 

cacctg 



<210> 42 
<211> 378 
<212> DNA 



<213> Homo sapiens 
<400> 42 

caggtgcaac tggtgcagtc 
tcctgtgcag cctctggatt 
ccaggggagg gcctggagtg 
gcggactctg tgaagggccg 
ctgtacatga acagtctgag 
atcaactcgt ccaactacag 
atggtcaccg tgtcgagt 
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-t-nnnnnannr 1"1-nnt"acaCIC CtQQCaaQ"tC 

"^yyyyy^yy Liyy Lav-ay^ v.t.*jy^-v»%»^ 


cctgagactc 


60 


cacatttggc gattatgcca tacactgggt 


ccggcaagct 


120 


ggtctcaggt gttacttgga gtggtactac 


tataggcttt 


180 


attcaccatc tccagagaca acgccaagaa 


ttccctgtat 


240 


agctgaagac acggccttgt attattgtgc 


cttaccatat 


300 


aagaggggtc gctgccttcg atatctgggg 


ccaagggaca 


360 






378 



<210> 43 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 43 



Gin val Gin Leu yal Gin ser Gly Gly Gly Leu val Gin Pro Gly Lys 



10 



ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Gly Asp Tyr 



20 



25 



Ala He His Trp val Arg Gin Ala Pro Gly Glu Gly Leu Glu Trp Val 

35 40 4 -> 

ser Gly val Thr Trp Ser Gly Thr Thr He Gly Phe Ala Asp Ser val 
50 55 60 



Lys Gly Arg -Phe Thr lie ser Arg Asp Asn Ala Lys Asn ser Leu Tyr 



65 



70 



Leu Tyr Met Asn ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 



85 



95 



Ala Leu Pro Tyr lie Asn Ser Ser Asn Tyr Arg Arg Gly val Ala Ala 



100 



105 



Phe Asp lie Trp Gly Gin Gly Thr Met val Thr val ser Ser 



115 



120 



<210> 44 

<211> 378 

<212> DNA 

<213> Homo sapiens 

a£?2gaca£g gtgaccattg tcccttggcc ccagatatcg aaggcagcga cccctcttct 



60 



240 
300 
360 
378 



180 
240 
300 
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gtagttggac gagttgatat atggtaaggc acaataatac aaggccgtgt cttcagctct 120 
cagactgttc atgtacagat acagggaatt cttggcgttg tctctggaga tggtgaatcg 180 
gcccttcaca gagtccgcaa agcctatagt agtaccactc caagtaacac ctgagaccca 
ctccaggccc tcccctggag cttgccggac ccagtgtatg gcataatcgc caaatgtgaa 
tccagaggct gcacaggaga gtctcaggga cttgccaggc tgtaccaagc ctcccccaga 
ctgcaccagt tgcacctg 

<210> 45 

<211> 360 

<212> DNA 

<213> Homo sapiens 

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ctgggaggtc cctgagactc 60 
tcctgtgtag actctggact caccttcagt agttatggca tgcactgggt ccgccaggct 120 
ccaggcgcgg ggctggagtg ggtggccgtt atttcatacg acggaaatga taaatattat 
gcagactccg tgaagggccg attcgccatc tccagagaca atgccaagaa cacgctgtat 
ctgcaaatga acagcctgac aatagaggac acggctgtct attattgtgc gaaagatctc 
atagaatcaa atattgcgga ggccctctgg ggccagggaa ccctggtcac cgtgtcgagt 360 

<210> 46 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Glu val Gin -Leu val Glu Ser Gly Gly Gly Leu val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys val Asp Ser Gly Leu Thr Phe ser ser Tyr 
20 25 30 

Gly Met His Trp val Arg Gin Ala Pro Gly Ala Gly Leu Glu Trp val 
35 40 45 

Ala val lie Ser Tyr Asp Gly Asn Asp Lys Tyr Tyr Ala Asp Ser val 
50 55 60 

Lys Gly Arg Phe Ala He Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Thr lie Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 



<210> 49 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Glu val Gin Leu Val Lys ser Gly Glu Gly Leu val Lys Pro Gly Gly 
15 10 15 

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Arg Arg Tyr 
-20 25 30 



60 
120 
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Ala Lys Asp Leu He Glu Ser Asn lie Ala Glu Ala Leu Trp Gly Gin 
100 105 110 

Glv Thr Leu val Thr val ser ser 
115 120 

<210> 47 ... 
<211> 360 
<212> DNA 
<213> Homo sapiens 

actcgacacg gtgaccaggg ttccctggcc ccagagggcc tccgcaatat ttgattctat 
gagatctttc gcacaataat agacagccgt gtcctctatt gtcaggctgt tcatttgcag 
atacagcgtg ttcttggcat tgtctctgga gatggcgaat cggcccttca cggagtctgc 180 
ataatattta tcatttccgt cgtatgaaat aacggccacc cactccagcc ccgcgcctgg 240 
agcctggcgg acccagtgca tgccataact actgaaggtg agtccagagt ctacacagga 
gagtctcagg gacctcccag gctgtaccaa gcctccccca gactccacca gctgcacctc 

<210> 48 
<211> 375 
<212> DNA 
<213> Homo sapiens 

gaggtgcagc tggtgaagtc tggggaaggc ctggtcaagc ctggggggtc cctgagactc 
tcctgtgcag cctctggatt caccttcagg agatatgata tccactgggt ccgccagact 
ccagggaagg gcctggagtg ggtctcatcc atcagtagtg gtggtaatta catagactac 180 
gcagactctg tgaagggccg attcaccatc tccagagaca acgccaacaa tgttgtctat 
ctacaaatga acagcctgag agccgaggac atggctgtct atttctgtgc gagagatggg 
acgatttttg gatcggcggc gacctggcgg gcttttgata tctggggccg ggggacaatg 360 
gtcaccgtgt cgagt 



300 
360 



60 
120 



240 
300 



375 



Asp He His Trp val Arg Gin Thr Pro Gly Lys Gly Leu Glu Trp val 



294-86pctus.ST25 
35 40 45 

Ser ser lie Ser Ser Gly Gly Asn Tyr lie Asp Tyr Ala Asp Ser Val 
50 55 60 

Lvs Gly Arq Phe Thr lie Ser Arg Asp Asn Ala Asn Asn val val Tyr 
65 - 70 75 80 

Leu Gin Met Asn ser Leu Arg Ala Glu Asp Met Ala val Tyr Phe Cys 
85 90 95 

Ala Arg Asp Gly Thr lie Phe Gly Ser Ala Ala Thr Trp Arg Ala Phe 
100 105 110 

Asp lie Trp Gly Arg Gly Thr Met val Thr Val Ser Ser 
115 120 125 

<210> 50 

<2U> 375 

<212> DNA 

<213> Homo sapiens 

<400> 50 

actcgacacg gtgaccattg tcccccggcc ccagatatca aaagcccgcc aggtcgccgc 60 

cgatccaaaa atcgtcccat ctctcgcaca gaaatagaca gccatgtcct cggctctcag 120 

gctgttcatt tgtagataga caacattgtt ggcgttgtct ctggagatgg tgaatcggcc 180 

cttcacagag tctgcgtagt ctatgtaatt accaccacta ctgatggatg agacccactc 240 

caggcccttc cctggagtct ggcggaccca gtggatatca tatctcctga aggtgaatcc 300 

agaggctgca caggagagtc tcagggaccc cccaggcttg accaggcctt ccccagactt 360 

caccagctgc acctc 375 

<210> 51 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 51 

Gin Val Gin Leu Val Gin ser Gly Ala Glu val Lys Lys Pro Gly Ser 
15 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser His 
20 25 30 

Ala lie Ser Trp val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 



Gly Asp lie lie Pro lie Leu Gly Thr Gly Asn Tyr Ala Gin Lys Phe 





50 



55 



294-86pctus.ST25 
60 



Gin Gly Arg val Thr lie Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Thr Leu Thr Ser Glu Asp Thr Ala val Tyr Tyr Cys 



Glu Leu Asp Trp Phe Tyr lie Trp Gly Gin Gly Thr Met val Thr val 
100 105 110 



Ser Ser 



<210> 52 .- 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Glu Val Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 



Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 



Ser Ala lie Ser Gly Ser Gly Gly ser Thr Tyr Tyr Ala Asp Ser val 
50 55 60 



Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 



Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 



Ala Lys 



<210> 53 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Glu Val Gin 'Leu val Glu Ser Gly Gly Asp Leu Val Gin Pro Gly Gly 



85 



90 



95 



1 



5 



10 



15 



294-86pctus.ST25 

Ser Leu Arq Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe ser Asn Phe 
20 25 30 

Ala Met Ser Trp val Arq Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ala Ala He. Gly Gly Arg Ser Gly Thr Thr Phe Tyr Ala Asp Ser val 
50 55 60 

Lys Gly Arq Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr val Tyr 
65 70 75 80 

Leu Glu Met Asn Ser Leu Arg Ala Glu Asp Thr Ala lie Tyr Tyr Cys 
85 90 95 

Ala Lys Arg Gly Arg Gly Gly Tyr Lys Tyr Tyr Gly Met Asp val Trp 
100 105 110 

Gly Gin Gly Thr Thr val Thr Val Ser ser 
115 120 

<210> 54 

<2U> 342 

<212> DNA 

<213> Homo sapiens 

<400> 54 

caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctgggtcctc ggtgaaggtc 60 

tcctgcaagg cttctggagg caccttcagc agtcatgcta tcagctgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggagac atcatcccta tccttggtac aggaaactac 180 

gcacagaagt tccagggcag agtcacgatt accgcggacg agtccacgag cacagcctac 240 

atggagctga gcaccctgac atctgaggac acggccgtgt attactgtga acttgactgg 300 

ttctatatct ggggccaagg gacaatggtc accgtgtcga gt 342 

<210> 55 

<211> 114 

<212> PRT 

<213> Homo sapi ens 

<400> 55 

Gin val Gin Leu val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ser 
15 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Gly Thr Phe ser Ser His 
20 25 30 



Ala lie Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 



294-86pctus.ST25 
35 - 40 45 

Gly Asp lie lie Pro lie Leu Gly Thr Gly Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Thr Leu Thr Ser Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Glu Leu Asp Trp Phe Tyr lie Trp Gly Gin Gly Thr Met val Thr val 
100 105 110 



Ser Ser 



<210> 56 
<211> 342 
<212> DNA 
<213> Homo sapiens 

actcgacacg gtgaccattg tcccttggcc ccagatatag aaccagtcaa gttcacagta 
atacacggcc gtgtcctcag atgtcagggt gctcagctcc atgtaggctg tgctcgtgga 
ctcgtccgcg gtaatcgtga ctctgccctg gaacttctgt gcgtagtttc ctgtaccaag 
gatagggatg atgtctccca tccactcaag cccttgtcca ggggcctgtc gcacccagct 240 
gatagcatga ctgctgaagg tgcctccaga agccttgcag gagaccttca ccgaggaccc 300 
aggcttcttc acctcagccc cagactgcac cagctgcacc tg 342 

<210> 57 

<211> 366 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 



60 



gaggtgcagc tggtggagtc tgggggagac ttggtacagc ctggggggtc cctgagactc 

tcctgtgcag cctctggatt cacctttagc aactttgcca tgagctgggt ccgccaggct 120 

cccgggaagg ggctggagtg ggtcgcggct attggcggta gaagtggtac cacattctac 180 

gcggactccg tgaagggccg gttcaccatc tccagagaca attccaagaa cacggtctat 240 

ctggaaatga acagtctgag agccgaggac acagccattt attactgtgc gaaaagaggg 300 

cgcggggggt ataagtatta tgggatggac gtctggggcc aggggaccac ggtcaccgtg 360 

tcgagt 366 



<210> 58 



294-86pctus.ST25 

<211> 122 ... 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Glu val Gin Leu Val Glu Ser Gly Gly Asp Leu val Gin Pro Gly Gly 
1 5 10 15 

ser Leu Arg Leu ser Cys Ala Ala ser Gly Phe Thr Phe ser Asn Phe 
'20 25 30 

Ala Met ser Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ala Ala He Gly Gly Arg Ser Gly Thr Thr Phe Tyr Ala Asp Ser val 
50 55 60 

Lys Gly Arg Phe Thr lie ser Arg Asp Asn ser Lys Asn Thr val Tyr 
65 70 75 80 

Leu Glu Met Asn Ser Leu Arg Ala Glu Asp Thr Ala He Tyr Tyr Cys 
85 90 95 

Ala Lys Arg Gly Arg Gly Gly Tyr Lys Tyr Tyr Gly Met Asp val Trp 
.100 105 HO 

Gly Gin Gly Thr Thr Val Thr val Ser Ser 
115 120 

<210> 59 

<211> 366 

<212> DNA 

<213> Homo sapiens 

^tcgacacg gtgaccgtgg tcccctggcc ccagacgtcc atcccataat acttataccc 60 
cccgcgccct cttttcgcac agtaataaat ggctgtgtcc tcggctctca gactgttcat 120 
ttccagatag accgtgttct tggaattgtc tctggagatg gtgaaccggc ccttcacgga 180 
gtccgcgtag aatgtggtac cacttctacc gccaatagcc gcgacccact ccagcccctt 240 
cccgggagcc tggcggaccc agctcatggc aaagttgcta aaggtgaatc cagaggctgc 300 
acaggagagt ctcagggacc ccccaggctg taccaagtct cccccagact ccaccagctg 360 

366 

cacctc 



